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In first section, we use summary(iris) to have some basic observations of data iris.
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In second section, we need to install packages “rpart”, “rattle” and load them into R. To continue homework 1, it is helpful to elucidate and understand some build-in functions provided by R.

	sample() is a function which we can use to generate random integer number. There are at most four arguments which user can specify in this function, as follows:
sample(x, size, replace = FALSE, prob = NULL).

x can either be a vector of more than one element from which to choose, or a positive integer. size is a non-negative integer giving the number of items to choose.


	c() is a function to combine values into a vector or list.
1:150 is a sequence of integer 1,2,3,4,…150.


	We utilize rpart() to fit a recursive partitioning and regression trees(rpart )model.
rpart(formula, data, weights, subset, na.action = na.rpart, method,

      model = FALSE, x = FALSE, y = TRUE, parms, control, cost, ...)
formula is a symbolic description of the model to be fit. subset saying that only a subset of the rows of the data should be used in the fit.


	table() uses the cross-classifying factors to build a contingency table of the counts at each combination of factor levels.


	predict() returns a vector of predicted responses from a fitted rpart object.

predict(object, newdata = list(), type = c("vector", "prob", "class", "matrix"),

       na.action = na.pass, ...)

object here is the same as training model (fitted rpart model), while newdata is testing data, type denoting the type of predicted value returned, including the types of vectors, probabilities, classes, and matrices.
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f£it <- rpart(Species ~., data=iris, subset = sub)
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In first command, we generate 113( 3/4 of 150 samples) random integers and combine them into a vector sub. In second command, we use the 113 samples from first step to generate a fitted rpart model called fit. In third command, we fit the remaining 37 samples of iris to the model and construct a contingency table by the predicted result. The accuracy at this time is 35/37 = 0.946.
[image: image3.png]> drawTreeNodes (fit)




We can use drawTreeNodes() (in package “rattle”) to draw the fitted rpart model.
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